Background: Anti-angiogenesis remains an attractive strategy for cancer therapy. Some anti-angiogenic reagents have bell-shape dose-response curves with higher than the effective doses yielding lower anti-angiogenic effects. In this study, two different types of anti-angiogenic reagents, a receptor tyrosine kinase inhibitor Sunitinib and an integrin antagonist peptide HM-3, were selected and their effects on tumor angiogenesis and metastasis were compared. The involved molecular mechanisms were investigated.
Background
Anti-angiogenesis is an attractive strategy for cancer therapy [1] . Sunitinib is a second-generation tyrosine kinase inhibitor that targets multiple tyrosine kinases, including the vascular endothelial growth factor receptors (VEGFRs), which play a role in both tumor angiogenesis and tumor cell proliferation.
Sunitinib has been validated for the treatment of renal cell carcinoma and gastrointestinal stromal tumor [2, 3] . However, recent specific examples have indicated that VEGF-targeted drugs inhibited primary tumor growth but ultimately shortened survival of mice by promoting tumor invasiveness and metastasis [4, 5] . Several plausible mechanisms were proposed including pruning quiescent vessels in healthy tissues to promote seeding of metastasizing tumor cells, or inducing a chronic "inflamed" state characterized by elevated levels of cytokines that stimulate metastasis and angiogenesis [6] [7] [8] . Interestingly, the dose of Sunitinib used (120 mg/kg/d) was higher than its effective dose in inhibiting primary tumor growth (60 mg/kg/d) [9] . Therefore, careful studies of the dose-response effects of Sunitinib are required to better understand its mechanism of action.
Some integrin antagonists also display anti-angiogenic activity [10] . An integrin antagonist peptide HM-3 with both anti-angiogenic and anti-tumor activity has recently entered clinical trials in China. Peptide HM-3 was constructed by connection of RGD to the C terminus of the ES-2 peptide with a glycine linker [11] . RGD is a tri-peptide sequence that has a high affinity to integrin αvβ3. ES-2, corresponding to amino acids 60-70 of endostatin, inhibits endothelial cell migration and differentiation by binding to integrin α5β1 [11, 12] . Interestingly, at a concentration of 4.5 μM, HM-3 inhibited endothelial cell (EAhy926) migration but promoted it at 17.8 μM [13] . Likewise, HM-3 at 3 mg/kg/d inhibited the growth of hepatic carcinoma SMMC-7721 in nude mice whereas at 48 mg/kg/d, it promoted this process in the same model [13] .
In the current study, in vivo metastasis models were used in mice to confirm that these different anti-angiogenic reagents had a similar and non-linear dose-response relationship in the regulation of tumor metastasis and angiogenesis. In vitro cell migration assays and intracellular RhoGTPase activity assays were used for cellular studies. Importantly, RhoGTPases are central regulators of cell migration [14] [15] [16] [17] . As HM-3 regulated EAhy926 cell migration in a glypican-1-dependent manner and glypican-1 only exists in the lipid raft region, we extended the study to distribution analysis of integrins (targets of HM-3) and VEGFR2 (a target of Sunitinib) inside or outside of lipid raft regions.
Lipid rafts are specialized membrane microdomains to which transmembrane proteins and intracellular signaling molecules are recruited [18] (e.g. glycosylphosphatidylinositol (GPI)-anchored proteins and Src family kinases [19, 20] ). Integrins αvβ3 and α5β1 can also be recruited into lipid rafts where they interact with local kinases and phosphatases to promote downstream signaling [21] . These integrins are recruited into lipid rafts via simultaneous interactions of their ligands (e.g. HM-3) with glypican-1, a sulfate proteoglycan that only exists in lipid rafts but does not have a signaling function per se [12] . Integrins in lipid rafts activate the FAK/ Src (Focal Adhesion Kinase/Src family kinase) intracellular complex, which regulates the activities of Rac1 and RhoA via various guanine nucleotide exchange factors (GEFs) or GTPase-activating proteins (GAPs) and subsequently regulates the actin cytoskeleton. Such mechanisms of regulation ultimately lead to changes in cell migration [22] .
Regulation of endothelial cell migration by integrins and VEGFR2 are not independent events [23] . Physical interactions and cross activation of integrin αvβ3 and VEGFR2 have been reported [24] . By their mechanistic study, Mahabeleshwar et al. found that VEGFR2 activation induced c-Src dependent β3 integrin tyrosine phosphorylation, which in turn is crucial for VEGF-induced tyrosine phosphorylation of VEGFR2 [25] . This provides insights into how integrin αvβ3 and VEGFR2 may promote HUVEC migration.
The Rho family GTPase Cdc42, Rac1 and RhoA regulate the actin cytoskeleton when cells are triggered via growth factor receptors and integrins [26, 27] . Rac1 and Cdc42 stimulate the formation of protrusive structures such as membrane ruffles, lamellipodia and filopodia. RhoA regulates contractility and assembly of actin stress fibers and focal adhesions [14] . Our data show that the signal transduction pathways of HM-3 and Sunitinib converge at the levels of intracellular GTP-Rac1 and GTP-RhoA which may explain the biphasic regulation of HM-3 and Sunitinib on EAhy926 migration.
Materials and methods

Reagents
Sunitinib malate (Sutent, Pfizer) was suspended in solvent 1, which contained carboxymethylcellulose sodium (0.5% w/v), NaCl (1.8% w/v), Tween 80 (0.4%, w/v), benzyl alcohol (0.9 w/v), and deionized water (added to final volume) adjusted to pH 6.0. Peptide HM-3 (Ile-Val-ArgArg-Ala-Asp-Arg-Ala-Ala-Val-Pro-Gly-Gly-Gly-Gly-Arg -Gly-Asp) was synthesized by GL Biochem Ltd. (Shanghai, China) and had a purity in excess of 99%. Other reagents included Matrigel (BD Biosciences), Fluorescein Isothiocyanate labeled Phalloidin (Sigma-Aldrich), Rhotekin RBD and PAK-1 PBD agarose conjugates (Millipore). The antibodies used for immunohistochemistry included: anti-CD31 polyclonal antibodies (sc-28188, Santa Cruz Biotech), anti-CD34 polyclonal antibodies (ZA-0550). Docetaxel was from Jiangsu Hengrui Pharmaceutical Co. LTD in China.
Cell lines
The human MDA-MB-231-luc + cells were MDA-MB-231 cells co-transfected with a plasmid expressing the firefly luciferase gene (pGL3) and neomycin resistance gene as described previously [5] . These were cultured in minimum essential medium (MEM) with 10% fetal bovine serum (FBS, from Gibco). EAhy926 cells (Shanghai Cell Biology Institutes, Academia Sinica, Shanghai, China) were maintained in RPMI 1640 medium with 10% FBS and antibiotics. B16F10 mouse melanoma cells (Shanghai Cell Biology Institutes, Academia Sinica, Shanghai, China) were maintained in RPMI 1640 medium with 10% FBS (Gibco) and 1% penicillin/ streptomycin (Invitrogen, USA). All cells were incubated at 37°C in 5% CO 2 in a humidified incubator.
Mouse tumor models
BALB/c nude female mice (5-6 weeks, 15-16 g) and C57Bl/6 mice (5-6 weeks, 16-18 g) were purchased from the Shanghai Laboratory Animal Center of the Chinese Academy of Sciences. All animals were housed in a controlled environment (22 ± 2°C; 12 h light-dark cycle) with water and food provided freely. The experiments involving animals adhered to the ethical standards of China Pharmaceutical University and the care of animals was in accordance with the licensing guidelines of China Pharmaceutical University.
Metastasis of human breast cancer MDA-MB-231-luc + cells
After entering logarithmic growth phase, MDA-MB-231-luc + cells were collected and adjusted to a packing of 5 × 10 6 cells/ml with MEM medium without FBS. 0.2 ml cell suspension was intravenously injected into BALB/c nude mice (two injections of 0.1 ml with a five-minute interval) and the mice were randomly distributed into 5 groups. Mice in group 1 were injected with 0.9% sterilized saline at a dose of 10 ml/kg/day. Mice in group 2 were gavaged with Sunitinib at a dose of 120 mg/kg/d for 7 days from the second day after cancer cell injection. Mice in group 3 were gavaged with Sunitinib at a dose of 60 mg/kg/day during the whole experimental procedure. Mice in group 4 and 5 were intravenously injected with HM-3 at doses of 48 mg/kg/day and 3 mg/kg/day, respectively, during the whole experimental procedure. At day 1, 7 and 21 after cancer cell injection, the bioluminescence of the cancer cells in the lungs or abdomens of the mice were observed with the Caliper IVIS Spectrum system (Massachusetts, USA). Kaplan-Meier survival curves were generated for each group.
Metastasis of mouse B16F10 cells
After entering logarithmic growth phase, B16F10 cells were collected and adjusted to a cell packing of 5 × 10 6 cells/ml in RPMI 1640 medium without FBS. 0.2 ml cell suspension was intravenously injected into C57BL/6 female mice and the mice were randomly distributed into 5 groups in similar ways as indicated above Mice in group 2 were treated for 7 days, whereas mice in groups 3-5 were treated for 17 days. Mice were sacrificed at day 18. Lung tissues were collected surgically and fixed in 4% formaldehyde. Numbers of metastatic nodules on the lung surfaces of all animals in each group were counted.
Histochemistry and immunohistochemistry
Mice from MDA-MB-231-luc + or B16F10 metastasis experiments were sacrificed and lungs were collected, fixed with 4% formaldehyde, embedded in paraffin and sectioned for hematoxylin and eosin (H&E) staining and immunohistochemical staining for CD31 (MDA-MB-231-luc + metastasis experiments) or CD34 (B16F10 metastasis experiments). H&E staining was performed according to standard histological procedures. The presence of cancer cells in lung tissues was observed under a light microscope. Vascular structures in tumors were evaluated after anti-CD31 or anti-CD34 immunostaining with the use of rabbit anti-CD31 or anti-CD34 polyclonal antibodies. Briefly, sections were treated with anti-CD31 or anti-CD34 primary antibody, biotinylated goat anti-rabbit secondary antibody and horseradish peroxidase-labeled streptavidin were added sequentially and visualized by the conversion of the diaminobenzidine (DAB) chromogen. The sections were counterstained with hematoxylin and the tissues were microscopically analyzed. Vascularized areas were identified and viewed at 40 times magnifications. The microvessel density (MVD) of each section was obtained by counting the average number of fifteen fields at 200 times magnification. Three different sections were selected per group.
Immunofluorescence
EAhy926 cells were plated onto glass coverslips (NEST Biotechnology) and serum-starved for 12 h after they entered logarithmic growth phase. Control cells were incubated in serum-free culture medium, HM-3 treatment groups were incubated with 4.5 or 17.8 μM HM-3 for 1 h in serum-free cell culture medium, enzyme treatment groups were incubated with PI-PLC (0.5 U/ml) at 30°C for 30 min before HM-3 treatment. Cells were washed three times with PBS, fixed with 4% paraformaldehyde at 4°C for 10 min and then blocked with 5% BSA. Cells were then incubated with anti-integrin αvβ3 (SC-7312, Santa Cruz Biotech), or anti-integrin α5β1 (ab75472, Abcam) and anti-Glypican-1 (AF-4519, R&D Systems) antibodies at 4°C overnight. After washing twice with PBS, cells were incubated with fluorescently labeled secondary antibodies (Alexa Fluor 647 or 488 labeled ab150131 or ab150073, Abcam). Nuclei were counterstained with Hoechst 33342 (H1399, Thermo Fisher Scientific). Images were captured with an OLYMPUS workstation and analyzed with Image J software.
Cell cytoskeleton analysis
Cell cytoskeleton assays were performed as described previously [12] . EAhy926 cells were cultured in gelatincoated cell culture dishes and serum-starved for 8-12 h before each experiment. Cells were then incubated with Sunitinib (0.015 nM or 2 nM) or HM-3 (4.5 μM or 17.8 μM) at room temperature for 1 h. Subsequently, cells were washed with PBS and fixed with 4% paraformaldehyde at 4°C for 10 min. Nonspecific protein binding sites were saturated with 5% BSA at room temperature for 30 min. The cells were washed again and then incubated with fluorescein isothiocyanate-(FITC)-labeled Phalloidin for 1 h to visualize the actin cytoskeleton. The cell cultures were finally washed and the fluorescent images were captured using an epifluorescence microscope. The cytoskeleton in MDA-MB-231 cells (cultured in MEM medium) and B16F10 cells (cultured in RPMI 1640 medium) was observed in a similar manner. Cells were treated with Sunitinib (2 or 64 nM) or HM-3 (4.5 or 71.2 μM).
Cell proliferation assays
100 μl (3 × 10 4 cells/ml) EAhy926, B16F10 or MDA-MB-231 cells were added into each well of a 96-well plate. After 12 h, HM-3 or Sunitinib at indicated concentrations and dissolved in serum-free medium were added. Cells in serum-free medium without any drug were used as negative control samples. Docetaxol (12.4 μM) dissolved in serum-free medium was used as a positive control. Endostatin (1 μM) was used as additional positive control, as it has a similar mechanism of action to HM-3. For each concentration 6 replicates were made. After 48 h, 20 μl MTT (5 mg/ml) was added to each well and the plate was incubated at 37°C for 4 h. Then 100 μl DMSO was added to each well. After gentle shaking, the absorbance of each well was read with a detection wavelength of 570 nm and a reference wavelength of 630 nm. The proliferation inhibitory effect was calculated as (A negative control -A drug )/A negative control × 100%.
EAhy926 migration assay
Transwell experiments were set up as described previously in 24-well plates (Sigma Aldrich) [11] . Matrigel (BD Biosciences) was diluted 1:3 in serum-free Endothelial Cell Medium. 10 μl diluted Matrigel was used to evenly coat the bottom surfaces of the transwells. EAhy926 cells were digested with 0.25% trypsin and resuspended in serum-free Endothelial Cell Medium at a density of 1 × 10 5 cells/ml. 0.1 ml cell suspension was added to the Matrigel-coated transwells (1 × 10 4 cells/ well). Sunitinib at different concentrations was present in the upper solution. Endostatin (0.4 μM) was used as a positive control. 600 μl Endothelial Cell Medium with 5% FBS and 1% ECGS (endothelial cell growth supplement). The transwells were placed into the 24-well plate and the plate was kept at 37°C in 5% CO 2 in an humidified incubator for 24 h. The medium was then aspirated and the migrated cells fixed with ethanol for 30 min. The cells were stained with 0.1% crystal violet for 10 min. The cells that had not migrated were cleared using a cotton swab and microscopic pictures of the migrated cells were taken. Ten photographs were taken for each transwell with three transwells for each experimental condition.
Cancer cell invasion assay
Matrigel was diluted 1:2 in serum-free MEM or RPMI 1640 medium. 50 μl diluted Matrigel was used to evenly coat the surface of transwell bottoms. MDA-MB-231 or B16F10 cells were collected and resuspended in serumfree MEM or RPMI 1640 medium at a density of 5 × 10 5 cells/ml. 0.1 ml cell suspension was added to the Matrigel-coated transwells (5 × 10 4 cells/well). Sunitinib and HM-3 at different concentrations was present in the upper solution. Endostatin (0.4 μM) was used as a positive control. 600 μl MEM or RPMI 1640 medium with 10% FBS was added to flat-bottoms of the 24-well plates. The transwells were placed into the 24-well plate and the plate was kept at 37°C in 5% CO 2 in the humidified incubator for 12 h. Then the transwells were treated and the migrated cells were observed and counted as described above.
Flo w cytometry assay
EAhy926 cells were adjusted to a concentration of 1 × 10 6 cells/ml. Cells were added in a six-well plate with 200 μl cells in each well. For Sunitinib treatment, cells were incubated in the presence of the indicated concentrations of Sunitinib in serum-free medium at 37°C for 24 h. After washing the cells twice with PBS, cells were collected and incubated with mouse monoclonal anti-VEGFR2 antibody (sc-6251, Santa Cruz) on ice for 1 h. After washing and centrifugation, cells were resuspended and incubated with FITC-labeled goat anti-mouse secondary antibody (ab6785, Abcam) at room temperature for 1 h. After washing twice with PBS, fluorescent signals were collected with MACS Quant Data (Miltenyi Biotec, Germany). Three graphs were created for evaluating the data and creating a gate for the cells. The cells from the control without antibody were analyzed and events gated to remove debris from the analysis. This gate was used for all the samples. For the cell samples, the geometric means of values of events within the gate were calculated. The geometric mean of the control without antibody was subtracted from all of the sample geometric means to remove background noise.
Pull-down assays
Pull-down assays were performed as described previously [15] . EAhy926 cells were treated with Sunitinib (0.015 or 2 nM) or HM-3 (4.45 or 17.8 μM) for 12 h. B16F10 cells were treated with Sunitinib (2 or 64 nM) or HM-3 (4.45 or 71.2 μM) for 12 h. After Sunitinib or HM-3 treatment, cells were lysed in ice-cold lysis buffer (125 mM HEPES, pH 7.5, 750 mM NaCl, 5% NP-40, 50 mM MgCl 2 , 5 mM EDTA, 10% Glycerol, 10 μg/ml leupeptin, 10 μg/ml aprotinin and 1 mM PMSF). The lysates were subsequently incubated with 15 μl agarose beads with Rhotekin RBD (Rho binding domain) or PAK-1 PBD (Rac1 binding domain) at 4°C for 45 min. Agarose beads (Millipore) were collected by a short centrifugation at 14000 g and resuspended in reducing SDS-PAGE sample buffer. Active forms of extracted Rac1 and RhoA were detected by Western blot with monoclonal antibodies specific for Rac1 (Cell Biolabs) and RhoA (Santa Cruz Biotech).
Purification of lipid rafts
Buffers. The following buffers were used for the purification of lipid rafts: buffer A (0.25 M sucrose/1 mM EDTA/ 20 mM Tricine, pH 7.8); buffer B (0.25 M sucrose/6 mM EDTA/120 mM Tricine, pH 7.8); buffer C (50% OptiPrep in buffer B); buffer D (20 mM Tris, pH 7.6/137 mM NaCl/ 0.5% Tween 20) [28] .
Cell culture and drug treatment. 48 flasks of confluent EAhy926 cells were separated into six groups: a control group, a VEGF treatment group (20 ng/ml VEGF for 1 h), two HM-3 treatment groups (4.5 or 17.8 μM HM-3 for 1 h after VEGF induction), or two Sunitinib treatment groups (0.015 or 8 nM Sunitinib for 1 h after VEGF induction). Recombinant human VEGF was from HUMANZYME (HZ-1062).
After drug treatment and washing with PBS, EAhy926 cells in each group were washed twice with 5 ml of buffer A and were collected by scraping in 3 ml of buffer A. After centrifugation (1000 g for 10 min), cell pellets were resuspended in 4 ml buffer A. The cells underwent two rounds of homogenization and centrifugation. Individual supernatants were collected and pooled (total volume around 7 ml). The supernatant was layered on the top of 3 ml of 77% Percoll in buffer A, and centrifuged at 84, 000 g for 30 min in a Beckman L-80XP rotor. The visible band of the membrane fraction was collected with a Pasteur pipette, adjusted to 2.0 ml with buffer A and sonicated on ice with two successive bursts (5 s on and 5 s off for 2 min) using a Vibra Cell sonicator (model VC60S, Sonics & Materials, Danbury, CT). Sonicates were mixed with 1.84 ml of buffer C and 0.16 ml of buffer A (final OptiPrep concentration, 23%). A linear 20 to 10% OptiPrep gradient (prepared by diluting buffer C with buffer A) was poured on top of the sample which was then centrifuged at 52,000 g for 90 min in a Beckman L-80XP rotor. The top 2 ml of the gradient (fractions 1-7) were collected, placed in a fresh centrifuge tube, and mixed with 4 ml of buffer C. The sample was overlaid with 2 ml of 5% OptiPrep (prepared by diluting buffer C with buffer A) and centrifuged at 52,000 g for 90 min at 4°C. A distinct opaque band was present in the 5% OptiPrep overlay about 4-5 mm on the top. This band was collected and designated as lipid raft membranes. Another sample from the bottom 100 μl after centrifugation (84,000 g for 30 min) was sonicated twice and was used as the non-raft sample.
The raft and non-raft fractions of the samples were analyzed by Western-blot analysis. Primary antibodies included anti-human transferrin R (AF2474, R&D systems), anti-human calveolin (3267, Cell Signaling), anti-integrin αvβ3 (SC-7312, Santa Cruz Biotech), anti-integrin α5β1 (ab75472, Abcam), anti-Glypican-1 (AF-4519, R&D systems), anti-VEGFR2 antibody (sc-6251, Santa Cruz), rabbit monoclonal anti-pVEGFR2 antibody (Y1175) (19A10) (2478S, Cell Signaling). The anti-integrin αvβ3 antibody (SC-7312, Santa Cruz Biotech) was also used for immunoprecipitation.
Statistical analysis
Data were analyzed using the statistics software SPSS statistics 17.0 (Softonic, San Francisco, CA, USA) and expressed as mean ± SD. Statistical significance was assessed using the Student t test. p < 0.05 was considered statistically significant. Higher significance levels (p < 0.01) were also indicated.
Results
Sunitinib and HM-3 induce biphasic regulation of MDA-MB-231 metastasis and tumor angiogenesis
The MDA-MB-231 metastasis model was established in Balb/c nude mice by intravenous injection of MDA-MB-231-luc + cells and a specific drug treatment protocol (Fig. 1a) . The tumor burden was evaluated by bioluminescence detection on day 7 and day 21 after tumor cell injection. 120 mg/kg/d Sunitinib treatment accelerated experimental metastasis (Fig. 1b) and significantly reduced median survival (Fig. 1d , p = 0.0216). Representative images are shown in Fig. 1c . Sustained 60 mg/kg/d Sunitinib treatment significantly decreased metastasis (Fig. 1b) , though there was not an apparent survival advantage (Fig. 1d , p = 0.493 compared with the control group). Similar results were obtained with HM-3. 3 mg/kg/d HM-3 significantly decreased tumor burden (Fig. 1b) and increased median survival (Fig. 1d , p = 0.0183). However, 48 mg/kg/d HM-3 significantly increased tumor burden (Fig. 1b) and decreased the median survival rate (Fig. 1d , p = 0.0464).
H and E staining and anti-CD31 immunostaining of tumor nodules were performed at day 21. Upon H and E staining (Fig. 1e) , larger and more numerous cancer cell clusters were found in the 120 mg/kg/d Sunitinib and 48 mg/kg/d HM-3 treatment groups compared with the controls. By contrast, 60 mg/kg/d Sunitinib and 3 mg/kg/ d HM-3 treatment resulted in much fewer cancer cell clusters. As observed after CD31 immunostaining, 120 mg/kg/d Sunitinib and 48 mg/kg/d HM-3 significantly increased blood vessel densities, whereas 60 mg/kg/d Fig. 1 Effects of Sunitinib and HM-3 on experimental MDA-MB-231 cell metastasis. a Treatment protocol of BALB/c nude mice after MDA-MB-231-luc + cells were injected into the tail vein of the mice. b Quantification of bioluminescence at day 21 showed accelerated metastasis in groups 2 and 4 compared with the control group, whereas tumor burden was significantly decreased in groups 3 and 5. *p < 0.05, **p < 0.01. c Representative images of bioluminescence for each group taken on days 1, 7, and 21 following tumor implantation. d Kaplan-Meier survival curves showed significantly decreased median survival of mice in groups 2 and 4 (log-rank test, p = 0.0216 and 0.0464) and significant increased median survival of mice in group 5 (p = 0.0183). For group 1-5, n = 9. e Representative examples of micrometastasis in lung by hematoxylin and eosin (H and E) staining (indicated by words in red) and anti-CD31 immunostaining (indicated by words in blue). f Statistical analysis of the blood vessel numbers. Results are expressed as mean ± SD (15 regions of three sections per group. *P < 0.05, **P < 0.01 vs. control) Sunitinib and 3 mg/kg/d HM-3 treatment had the opposite effect. These observations were quantified and statistically analyzed on the basis of blood vessel numbers present in tumor tissue slices (Fig. 1f) .
Biphasic regulation of B16F10 metastasis and tumor angiogenesis by Sunitinib and HM-3
The B16F10 metastasis model was established by intravenous injection of tumor cells in C57bl/6 mice. The drug treatment protocol is shown in Fig. 2a . Metastasis of B16F10 cells was evaluated by the number of tumor nodules at the surface of excised lungs. It is apparent from Fig. 2b and c, that 120 mg/kg/d Sunitinib and 48 mg/kg/d HM-3 significantly increased the number of metastatic nodules in groups 2 and 4 whereas 60 mg/kg/ d Sunitinib and 3 mg/kg/d HM-3 significantly decreased the nodule numbers compared with the control group. H and E staining and anti-CD34 immunostaining of tumor nodules were performed at day 17. More cancer cell clusters were distributed in lung tissues following 120 mg/kg/d Sunitinib and 48 mg/kg/d HM-3 treatment than in the control group, whereas 60 mg/kg/d Sunitinib and 3 mg/kg/d HM-3 resulted in much fewer cancer cell clusters (Fig. 2d) . Anti-CD34 immunostaining showed that 120 mg/kg/d Sunitinib and 48 mg/kg/d HM-3 treatment significantly increased blood vessel density compared with the control group, whereas 60 mg/kg/d Sunitinib and 3 mg/kg/d HM-3 treatment significantly reduced this. Statistical analysis of blood vessel numbers present on tumor nodule slices was executed (Fig. 2e) . In both metastasis models, Sunitinib and HM-3 showed a non-linear dose-effect relationship in the regulation of tumor metastasis and tumor angiogenesis.
As cell proliferation and migration are important processes during angiogenesis and cluster formation of tumor cells, the effects of HM-3 and Sunitinib on these processes were next investigated.
HM-3 also showed a bell-shaped dose-effect curve in inhibition of primary tumor growth in nude mice (Additional file 1: Figure S1 -S3, Additional file 1: Table S1 -S4, S6). The other anti-angiogenic drugs with a special dose-effect curve was shown in Additional file 1: Table S5 .
Regulation of cell proliferation by HM-3 and Sunitinib
MTT assays were performed to evaluate the effect of HM-3 and Sunitinib on EAhy926, B16F10 and MDA-MB-231 proliferation. In all cases, the positive control (Docetaxol, 12.4 μM) showed more than 90% inhibition of cell proliferation. Endostatin (ES, 1 μM), which has a similar mode of action to HM-3, induced a 40% inhibition of EAhy926s cell proliferation but did not inhibit the proliferation of B16F10 and MDA-MB-231 cells (Fig. 3a-f) . HM-3 dose-dependently inhibited EAhy926 proliferation (Fig. 3a) . However, the inhibition was relatively inefficient, and even at 144 μM the inhibition rate was only 34%. HM-3 did not inhibit the proliferation of B16F10 and MDA-MB-231 cells (Fig. 3b and c) . Sunitinib dose-dependently inhibited the proliferation of EAhy926, B16F10 and MDA-MB-231 at the micromolar level with a similar inhibition profile (Fig. 3d-f) . The different inhibition profiles of Docetaxol, ES, HM-3 and Sunitinib were well correlated with their mechanisms of action.
EAhy926 migration and B16F10 and MDA-MB-231 invasion show non-linear concentration effect relationship
In previous studies, HM-3 displayed a bell-shaped concentration-effect curve in regulation of EAhy926 migration [11] . HM-3 was found to inhibit EAhy926 migration between 0.14 to 4.5 μM in a concentration-dependent way, but further increases in HM-3 concentration resulted in reduced inhibition or even promotion of EAhy926 cell migration [13] . We therefore investigated the regulation of EAhy926 migration by Sunitinib (migrating cell numbers shown in Fig. 4b and migration inhibition rates shown in Fig. 4c ). Typical photographs of the bottoms of the transwells under each experimental condition were shown in Fig. 4a . As observed for HM-3, Sunitinib at a low concentratin (e.g. 0.015 nM) significantly inhibited EAhy926 migration whereas at higher concentrations (e.g. 8 or 32 nM), Sunitinib promoted EAhy926 migration. The effects of Sunitinib and HM-3 on MDA-MB-231 and B16F10 invasion were also evaluated. Bell-shaped concentration-effect curves were found for both cell lines for both reagents (Fig. 4d-g ). 0.015 and 2 nM Sunitinib significantly inhibited B16F10 (Fig. 4d) and MDA-MB-231 (Fig. 4f) invasion whereas 64 nM Sunitinib significantly promoted the invasion of MDA-MB-231 and B16F10 cells. Similarly, 4.5 μM HM-3 inhibited invasion of B16F10 and MDA-MB-231 cells (Fig. 4e and g ) whereas 71 μM HM-3 resulted in significantly enhanced invasion in both cell lines.
From the data in both Figs. 3 and 4 we concluded that HM-3 and Sunitinib did not efficiently inhibit EAhy926 and tumor cell proliferation, whereas they efficiently regulated EAhy926 cell migration and tumor cell invasion with non-linear concentration-effect relationships. The molecular mechanisms for regulation of cell migration and invasion were therefore further investigated.
Pharmacokinetics study of HM-3 in rats was performed. It was found that serum HM-3 levels in rats were on a nanomolar level after an intravenous injection of 2.1 mg/kg HM-3 and this level decreased quickly (Additional file 1: Figure S4 , Additional file 1: Table S7-S8). Levels of HM-3 in lung, liver, heart and muscle within 60 min after HM-3 injection remained around 10 ng/ml (5.6 nM) and HM-3 levels in the other organs were lower than 1 ng/ml (Additional file 1: Figure S5 , Additional file 1: Table S9 ). It is possible that though the whole HM-3 molecule in mouse blood is not stable, its fragments that contain the central part of ES-2 and RGD sequence can still act on their targets and biologically active as has been found in another peptide P2 (Additional file 1: Figures S6-S7) .
Binding of FITC labeled HM-3 to integrin expressing cells was tested with a flow cytometry method and the rate of cells with positive fluorescence signal was measured (Additional file 1: Figure S8 and S9, and Additional file 1: Table S10 ). The concentration of FITC-HM-3 in this experiment is 1 μg/ml or 0.46 μM, which is lower than the 4.5 μM for HM-3 to inhibit endothelial cell migration and tumor cell invasion (Fig. 4) .
Regulation of the levels of active forms of RhoA and Rac1 by Sunitinib and HM-3
RhoGTPases are central regulators of cell migration. Rhotekin RBD (Rho binding domain) or PAK-1 RBD (Rac1 binding domain), respectively, were used to extract active (Fig. 5a and b ) and B16F10 cells ( Fig. 5c and d) after cell treatment under different conditions were investigated by extraction from cell lysates with agarose beads and analysis by Western-blot. Again, a non-linear concentration-effect relationships were found. Sunitinib at 0.015 nM and 4.5 μM HM-3 both decreased the amounts of GTP-Rac1 and GTPRhoA within EAhy926 cells whereas 8 nM Sunitinib and 18 μM HM-3 treatments substantially increased these levels ( Fig. 5a and b) . As GTP-Rac1 and GTPRhoA activities are essential for cell movement [14] , the changes of GTP-Rac1 and GTP-RhoA observed in EAhy926 cells were in line with the expectations. Similarly, by the data in Fig. 5c and d it was illustrated that 2 nM Sunitinib and 4.5 μM HM-3 both decreased the levels of GTP-Rac1 and GTP-RhoA in B16F10 cells whereas 64 nM Sunitinib and 71 μM HM-3 increased these levels.
Cell morphology was related to the RhoGTPase activities. Intact EAhy926 cells in the control group displayed abundant actin stress fibers across the cells (Fig. 5e) . In EAhy926 cells treated with 0.015 nM Sunitinib or 4.5 μM HM-3, the network of actin stress fibers was less extensive than in the control cells and was restricted to the cell peripheries, which is consistent with the observed lower RhoA activities (Fig. 5b) , and the concept that cell migration was inhibited by the absence of stress fiber constriction. In the EAhy926 cells that were treated with 8 nM Sunitinib or 17.8 μM HM-3, more stress fibers were displayed with branching structures extending out. The morphological appearance of MDA-MB-231 and B16F10 cells after Sunitinib and HM-3 treatment is shown in Fig. 5c . The intact cells in the control group displayed abundant actin stress fibers across the cells. In cells treated with 2 nM Sunitinib or 4.5 μM HM-3 the amounts of actin stress fibers were significantly reduced and the cells had smooth borders. In cells treated with 64 nM Sunitinib or 71.2 μM HM-3, more actin stress fibers were present with branching structures extending out.
It has been reported that endostatin can recruit its target, integrin α5β1, to lipid rafts by simultaneous interaction with glypican-1 that only exists in this region [15] . ES-2 covers one of the two active domains of endostatin that binds to heparin and inhibits FGF-2-and VEGF-A-induced chemotaxis of endothelial cells [29] . It was of interest to investigate if the regulation of HM-3 in EAhy926 migration is glypican-1-and lipid raft-dependent and whether Sunitinib shared a similar or different mechanism. 
Regulation of EAhy926 migration by HM-3 depends on glypican-1
To investigate if the regulatory effects of an effective concentration (e.g. 4.5 μM) or a higher one (e.g. 17.8 μM) of HM-3 were glypican-1-dependent, EAhy926 cells were treated with 5 U/ml Heparinase I (Hep I) or 0.5 U/ml phosphatidylinositol-.
phospholipase C (PI-PLC) before the migration assays. Hep I cleaves the proteoglycan side-chains of glypican-1 while PI-PLC can remove glypican-1 by cleavage of phosphatidylinositol. Migration as evaluated by cell numbers and the corresponding inhibition rates were obtained ( Fig. 6a and b) . With the use of control samples we confirmed that neither Hep I nor PI-PLC treatment had any obvious effect on EAhy926 migration (Fig. 6a) . Without enzyme pre-treatment, 4.5 μM HM-3 significantly decreased migrating cell numbers compared with the corresponding control samples. By contrast, both 5 U/ml Hep I or 0.5 U/ml PI-PLC pretreatment increased migrating cell numbers compared with the samples treated with peptide. Migration inhibition rates were calculated. The inhibitory effect of 4.5 μM HM-3 on EAhy926 cell migration was 50% and after enzyme pretreatment, this inhibitory effect was substantially decreased (Fig. 6b) . By contrast, 17.8 μM HM-3 promoted EAhy926 migration by 20% and after Hep I or PI-PLC treatments, HM-3 generated strong inhibition of EAhy926 cell migration (Fig. 6b) . with these results we indicated that the regulatory effect of HM-3 in EAhy926 migration is heparan sulfate proteoglycan-dependent. As only glypicans anchor to the cell surface via phosphatidylinositol (whereas syndecans do not), the fact that PI-PLC pretreatment decreased the inhibitory effect of AP25 on EAhy926 migration was in line with the idea that the heparin sulfate proteoglycan (as a co-receptor for AP25) belongs to the glypcian family.
Integrin α5β1 and αvβ3 co-localize with glypican-1
Immunofluorescence detection of integrin α5β1 and αvβ3 at the cell surface was used to investigate whether these integrins colocalize with glypican-1, the major glypican expressed on endothelial cells [30] . From Fig. 6c and e it was deduced that an obvious correspondence of the signals for the integrins and glypican-1 existed in control cells. After 4.5 or 17.8 μM HM-3 treatment, the intensities of merged signals increased dose-dependently, but after PI-PLC treatment the glypican-1 signal virtually disappeared. Treatment with 4.5 or 17.8 μM HM-3 did not change the signals for integrin α5β1 and αvβ3 and the signals for co-localization of the integrins and glypican-1 were almost undetectable. Percentages of integrin accumulation in lipid rafts were calculated (Fig. 6d) for integrin αvβ3 and for integrin α5β1 (Fig. 6f) . Our data confirmed that integrin α5β1 and αvβ3 co-localized with glypican-1. As glypican-1 only exists in the lipid raft region [15] , we further investigated whether integrin α5β1 and αvβ3 are recruited into lipid rafts after HM-3 or Sunitinib treatments.
Distribution of integrin α5β1, αvβ3 and VEGFR2 in raft and non-raft regions after HM-3 and Sunitinib treatment Raft and non-raft regions were separated and collected with the use of a detergent-free centrifugation method [28] . The distribution of integrin α5β1, αvβ3 and VEGFR2 in the raft and non-raft regions was analysed by comparison of their levels on Western-blot. As described in Material and Methods, following three centrifugation steps, the upper layer (around 1.0 ml) was collected as the raft region. The lower layers after the second and third centrifugation were combined as the membrane fraction outside of the raft region (non-raft region) (Fig. 7a) . Human transferrin R and caveolin-1, respectively, were used as a non-raft marker and a raft marker. As shown in Fig. 7b , there was no apparent cross contamination of the membrane fractions of the raft and non-raft regions. Additionally, glypican-1 was only found in the lipid raft region, which is in agreement with previous reports [15] . Integrin α5β1 and αvβ3 existed in both the raft and non-raft regions (Fig. 7c) . Distribution of integrin α5β1 and αvβ3 after HM-3 and Sunitinib treatments are shown in Fig. 7d and e. After HM-3 treatment, the levels of both integrin α5β1 and αvβ3 inside the lipid raft region significantly increased. More integrin α5β1 and αvβ3 accumulated inside the lipid raft region following treatment with 17.8 μM HM-3 than with 4.5 μM (Fig. 7d and e, left panel) . Additionally, treatment with Sunitinib also recruited integrin α5β1 and αvβ3 to the lipid raft region (Fig. 7d and e, right  panel) .
The distribution of VEGFR2 and p-VEGFR2 after HM-3 and Sunitinib treatments was also investigated (Fig. 7f) and band densities were analyzed ( Fig. 7g and  h ). After HM-3 treatment, the amounts of VEGFR2 and p-VEGFR2 inside the lipid raft region both significantly increased, with higher levels found with 17.8 μM compared with 4.5 μM treatment (Fig. 7g and h, left panel) . Sunitinib also recruited VEGFR2 and p-VEGFR2 to the lipid raft region with a significant difference (Fig. 7g and h, right panel) . As integrin αvβ3 and VEGFR2 were both recruited to the lipid raft region and their interactions and cross activations are reported previously [25] , immunoprecipitation reactions were performed to detect the presence of integrin-VEGFR2 complexes and their distribution after HM-3 and Sunitinib treatments. VEGFR2 protein was not detected after immunoprecipitation with anti-integrin α5β1 antibodies. However, clear VEGFR2 and the corresponding p-VEGFR2 proteins were found after immunoprecipitation with anti-integrin αvβ3 antibodies (Fig. 7i) . In control cells without VEGF induction, only basal levels of integrin αvβ3-VEGFR2 complex were observed. After VEGF induction, levels of this complex increased significantly (Fig. 7j and k) . After 4.5 or 17.8 μM HM-3 treatment, the amounts of integrin αvβ3-VEGFR2 complex and p-VEGFR signals in the non-raft region significantly decreased and those in the raft region significantly increased ( Fig. 7j and k) . Under Sunitinib treatment, the amounts of integrin αvβ3-VEGFR2 complex and p-VEGFR signals in raft regions also significantly increased, although the increases were less than those observed with HM-3.
Raft region isolation and collection was also performed after glypican-1 cleavage (Fig. 8) . Sample treatment strategies are shown in Fig. 8a . Lipid rafts were successfully isolated and no cross contamination of raft and non-raft regions was observed (Fig. 8b) . After PI-PLC treatment, the signal for glypican-1 in the lipid raft region disappeared (Fig. 8b) . After VEGF induction, the amounts of integrin α5β1 and αvβ3 increased in samples 2 and 8 (compared with samples 1 and 7) whereas these amounts decreased in both raft and non-raft regions after treatment with 4.5 or 17.8 μM HM-3 (Fig. 8c) . For both integrins, levels in the non-raft region showed a significant decrease after HM-3 and Sunitinib treatments. The levels of integrin α5β1 in the lipid raft region decreased after treatment with 17.8 μM HM-3 or 8 nM Sunitinib, whereas there was no significant change in the amounts of integrin αvβ3 (Fig. 8d and e) . Distribution of VEGFR2 and p-VEGFR2 under HM-3 and Sunitinib treatment after glypican-1 cleavage were also investigated (Fig. 8f) and band densities, as a measure of protein levels, were analyzed ( Fig. 8g  and h ). In the lipid raft region, the signals for VEGFR2 and p-VEGFR2 were substantially decreased by 17.8 μM HM-3 or 8 nM Sunitinib treatments. Both HM-3 and Sunitinib treatments decreased the amounts of VEGFR2 and p-VEGFR2 outside of the lipid raft region. In general, after glypican-1 cleavage, the signals for integrins, VEGFR2 and p-VEGFR2 inside the lipid raft region were substantially decreased and lower than those outside of the lipid raft region ( Fig. 8c-h) . Levels of integrin αvβ3-VEGFR2 complex under different conditions were detected by immunoprecipitation and Western-blot analysis (Fig. 8i, j and k) . The amounts of integrin αvβ3-VEGFR2 complex and the corresponding p-VEGFR2 in the lipid raft region were much lower than outside, which was in contrast with the results in Fig. 7i , j and k. As this complex formation and its cross activation are important for RhoGTPase activation and cell migration [25] , these data are in line with the cell migration assay in Fig. 6b and explain why 17.8 μM HM-3 strongly inhibited EAhy926 migration after glypican-1 cleavage.
In general, the signals for integrins, VEGFR2 or p-VEGFR2 inside the lipid raft region in intact cells were higher than those outside of the lipid raft region (Fig. 7) . After glypican-1 cleavage, the signals for these molecules were substantially decreased and lower than those outside of the lipid raft region (Fig. 8) .
Expression of VEGFR2 on EAhy926 surface after Sunitinib treatments
Norton et al. reported that treatment with Sunitinib at micromolar levels for 1.5 h specifically increased VEGFR2 on the MEC (microvascular endothelial cells) cell surface [31] . We therefore used flow cytometric analysis (Fig. 9) to determine the level of VEGFR2 on EAhy926 cells under the same treatment conditions used for the EAhy926 migration assays (Fig. 4c) . Untreated cells were used to control for background fluorescence (Panel a). Histograms for cells incubated without or with different concentrations of Sunitinib are shown in panels b-f. It can be seen (panel g) that Sunitinib at 0.015 or 0.03 nM significantly decreased levels of VEGFR2 whereas 5 or 32 nM Sunitinib caused a significant increase. As VEGFR2 is the main receptor mediating VEGF-induced cell migration, this result was in line with the Sunitinib mediated EAhy926 cell migration assays (Fig. 4c) .
Discussion
Sunitinib and HM-3 have different molecular targets and belong to different classes of anti-angiogenic agents. They both inhibited tumor metastasis and tumor angiogenesis at specific doses but promoted these processes at higher doses in two independent animal models: metastasis of B16F10 cells in syngeneic mice and metastasis of human MDA-MB-231 cells in nude mice (Figs. 1 and 2 ). These effects were independent of the immune regulatory system and different tumor microenvironments. Both Sunitinib and HM-3 have also been reported to inhibit angiogenesis in a model of collagen-induced arthritis [32, 33] . Their anti-angiogenic effects therefore appear to be broadly applicable.
HM-3 showed a limited inhibition of EAhy926 cell proliferation and it did not inhibit tumor cell proliferation (Fig. 3) . HM-3 inhibited cell migration at 4.5 μM, whereas it promoted cell migration at 18 μM (Fig. 4) . This is in line with a previous report that endostatin, a molecule that targets integrin αvβ3 and α5β1, exerted its anti-angiogenic activity by inhibition of endothelial cell migration [15] . Sunitinib at concentrations more than 3.1 μM inhibited cell proliferation in a dose dependent way (Fig. 3) whereas it regulated cell migration at nanomolar levels. Sunitinib inhibited EAhy926 cell migration and tumor cell invasion at 0.015 and 2 nM and it significantly promoted these processes at 8 or 64 nM (Fig. 4) . Fig. 9 Effect of Sunitinib on the levels of VEGFR2 on EAhy926 surface. EAhy926 cells were incubated with Sunitinib at indicated concentrations at 37°C for 24 h. Cells were incubated with anti-VEGFR2 antibody followed by FITC labeled secondary antibody. a VEGFR2 numbers for a noantibody control was generated and the geometric mean calculated. This was used to control for background fluorescence. Histograms showing the number of VEGFR2 for the untreated (0 μM Sunitinib) (b) and treated (c-f) EAhy926 cells were generated, and the geometric mean calculated. g Comparison of the geometric mean of Sunitinib treated cells with the control (0 μM Sunitinib) sample (*p<0.05, **p<0.01) As HM-3 and Sunitinib regulated cell migration at low concentrations with a non-linear dose-effect relationship that was similar to their regulation of tumor metastasis and tumor angiogenesis, the molecular mechanism for the regulation of EAhy926 cell migration was further investigated.
Integrin distribution in either the raft or non-raft region appeared to explain how HM-3 and Sunitinib regulate endothelial cell migration. Integrin interactions with their ligands regulate the activities of intracellular RhoGTPases, which are central regulators of cell migration [34] . They form a complex with the Src family of tyosine kinases (SFKs) located downstream of integrins [35] and regulate the activities of GEFs and GAPs that act on RhoGTPases. For instance, integrin engagement can induce the formation of the FAK-Src complex [21] , which activates the GEF for Rac1 [36, 37] and Cdc42 [37] , and activates GAP [38] and GEF [39, 40] for RhoA. On the other hand, growth factor receptors can be recruited to sites of integrin ligation [41] promoting phosphorylation and controling RhoGTPases through direct interactions with GEFs or GAPs [42] . HM-3 and Sunitinib treatments both increased the levels of integrin α5β1 and αvβ3 in the lipid raft region (Figs. 7 and 8 ). Wickström showed that endostatin recruits in a glypican-1-dependent way integrin α5β1 into the lipid raft region resulting in decreased RhoA activity by Src dependent activation of p190RhoGAP, thereby inhibiting endothelial cell migration [15] . We have further confirmed that not only integrin α5β1 but also αvβ3 can be recruited into the lipid raft region. While HM-3 recruits these integrins into the lipid raft region by interactions with glypican-1, the mechanism by which Sunitinib achieved these recruitments remain unclear. Additionally, the distribution of VEGFR2 and p-VEGFR2 inside or outside of the lipid raft region under HM-3 and Sunitinib treatments was similar to that of integrin α5β1 and αvβ3 (Fig. 7F to H) . With immunoprecipitation experiments we found that under HM-3 and Sunitinib treatments, the levels of integrin αvβ3-VEGFR2 complex in the lipid raft region substantially increased, especially under HM-3 treatment. As integrin αvβ3 and VEGFR2 interactions promote VEGFR2 activation (Fig. 7k) and RhoGTPase activitiy (Fig. 5a-d) , this may explain how high dose HM-3 and Sunitinib can promote EAhy926 cell migration. We hypothesized that 4.5 μM HM-3 inhibited EAhy926 migration mainly by integrin α5β1 engagement of the ES-2 region whereas at 17.8 μM HM-3 promoted EAhy926 cell migration mainly by RGD interactions with integrin αvβ3 and the formation of αvβ3-VEGFR2 complex in the lipid raft region (Fig. 10) . After glypican-1 cleavage, the signals for integrins and αvβ3-VEGFR2 complex in the lipid raft region were all substantially decreased and lower than the signals outside of lipid raft region (Fig. 8) . Salanueva et al. have reported that with cells in suspension, lipid raft domains were rapidly endocytosed by a mechanism involving translocation of pYCav-1 from the intracellular region of integrins to the lipid raft domain [43] . It is possible that, following glypican-1 cleavage, integrin α5β1 and αvβ3 outside of lipid raft region can interact with freely moving ligand (e.g. HM-3) and that 17.8 μM HM-3 treatment may induce endocytosis of the lipid raft region so that the levels of integrins and αvβ3-VEGFR2 complex inside the lipid raft region are now lower than those outside. This can explain the strong inhibitory effect of 17.8 μM HM-3 after glypican-1 cleavage (Fig. 6b) .
Sunitinib also regulated the amounts of integrin α5β1, αvβ3 and VEGFR2 inside or outside of the lipid raft regions. Norton et al. reported that 1 μM Sunitinib treatment of MEC for 1.5 h specifically increased levels of VEGFR2 on the MEC cell surface whereas the number Fig. 10 Mechanisms of Sunitinib and HM-3 actions of VEGFR1 remained constant [31] . To better understand the results of our cell migration assays, we therefore used nanomolar concentrations of Sunitinib and incubated EAhy926 cells for 24 h instead of 1.5 h. We found that Sunitinib biphasically regulated the number of VEGFR2 at the EAhy926 cell surface (Fig. 9) . After enzyme cleavage of glypican-1, the signals for integrin α5β1, αvβ3 and VEGFR2 in lipid raft region all decreased and were lower than those outside of lipid raft region, indicating that HM-3 and Sunitinib regulated the distribution of these molecules in a glypican-1 related manner.
Conclusions
Currently, Sunitinib is in clinical use and HM-3 has entered clinical trials. However, dose-effect relationships need to be carefully monitored. The use of higher than the effective dose may cause lower efficacy or even the reversed effect. To our knowledge this is the first time that anti-angiogenic reagents with different working mechanisms have been compared and their general regulatory effect on tumor metastasis was investigated and confirmed. Our work suggested that effective treatment may only be achieved within a strict dose window. This study provides useful guidelines for future clinical applications of anti-angiogenic drugs.
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